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Overview

Here, we introduce RBPseg, a method that combines monomeric ESMFold
predictions with a structural-based domain identification approach, to divide
tail fiber sequences into manageable fractions for high-confidence modeling
with AF2M. 1 has an auxiliary role in assembly of the tail interface that binds
to the capsid connector. Viral particles assembled without gpl6. 1 are
indistinguishable from wild-type virions and eject. Tail fibers, a major class of
RBPs, are elongated and flexible trimeric proteins, making their full-length
structures difficult to resolve experimentally. Includes the Podoviridae,
Siphoviridae and Myoviridae. Also includes the type VI secretion system, R-
type pyocins, the. The purpose for the tail biopsy is to collect tissue to
characterize the genotype of mice or rats used in research, teaching, or
testing. The collected tail tissue is for DNA extraction and analysis.
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Detailed Method for Removing Tail Fibers

Bacteriophage lambda is an excellent model
system to study the tail architecture of
bacteriophages. Wang et al. present the cryo-EM
structures of the components of the bacteriophage

Abstract The tail fibres of long-tailed phages are
complex elongated protein assemblies capable of
specific recognition of bacteria during the first step
of viral infection. Correct assembly of these ...

Here, we introduce RBPseg, a method that
combines monomeric ESMFold predictions with a
structural-based domain identification approach,
to divide tail fiber sequences into manageable
fractions for ...

Here, we will discuss the function and dynamics of
the tail of the Caudovirales. We will examine the
similarities and differences of all three families
belonging to this order and point out specific ...

In this review, we comprehensively summarize
how the tail fibers of the T4 phage recognize host
surface receptors at single-molecule and atomic
levels.
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The study shows that a highly conserved tail
completion protein has distinct functions at two
essential steps of the virus life cycle in long-tailed
phages.

To address the decrease in resolution caused by

the flexibility of the tail fiber tip, a reconstruction
é of the tail fiber was conducted by shifting the
coordinates by 150 pixels toward RBD.

RBPseg workflow in detail, step-by-step

T%W’g“ demonstrating the 682 architecture of RBPseg
‘ = | \j | using TC14 fiber as example. A FASTA file is input
w |*

= to ESMfold, which 683 generates a monomeric
model.
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Contact Us

For more information, pricing, or custom solutions, please contact us:

Website: https://www.samastersbaseball.co.za

Email: sales@samastersbaseball.co.za

Phone: +27 63 874 2095

Address: 15 Innovation Drive, Technopark, Stellenbosch, 7600, South Africa

This document is for informational purposes only. Specifications subject to
change without notice.

© 2026 SMB Al-Systems & High-Speed Interconnect - All rights reserved


http://www.tcpdf.org

